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General Genomic Analysis Proteomic Analysis
+ Entrez Gene ' GenPEPT
+ GenBank + Gl number
* Gene Symbol * International Protein Index
= UniGene = UniProt/Swiss-Prot
= dbSNPID
Next Generation Sequencing Metabolomic Analysis
* RefSeq * CAS Registry Number
* Ensembl ' KEGG
= UCSC hg18,19& 38 = PubChem CID

= Human Metabolome Database (HMDB)

Transcriptomic Analysis microRNA
+  Affymetrix Probe (SNP, Exon) ID * miRBase (mature)
+ Agilent Probe ID * miRBase (stemloop)

= Illumina Probe ID
+ Code link Probe ID
* ABIProbeID
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ID fold change q (p)value

fold change: Z{t 2 (RNA-SeqDiHa. RIREE)
q value(p value) : #EtEEMTIER
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ensiGene Fold Change P Value
EMSMUSG00000000025 -1.269832 0.254843
EMSMUSG00000000031 23.186165 0.005085
EMSMUSG00000000056 2.8247082 0024222
EMSMUSG0000000007E 1.120075 0.705453
EMSMUSG00000000083 8536157 0.005202
EMSMUSG00000000120 -7.311423 0.002855
EMSMUSG00000000125 -3.504707 0.054415
EMSMUSG00000000134 -1.840823 0.580472
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